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Temperature-sensitive influenza A virus clones originated by a 
cross between A/Aichi/2/68 (H3N2) and BA'amagata/l/TS. 

Tobita K, Tanaka T, Goto H, Feng SY. 

A genetic cross was performed between influenza viruses BA^ amagata/1/73 
and clone 6-10, an A type influenza virus derived from a cross between 
A/Aichi/2/68 (H3N2) and B/Yamagata. Efficiency of plating of B/Yamagata 
at 39.5 degrees C was less than 10(-3) in MDCK cells, while that of clone 6- 
10 or A/Aichi was higher than lO(-l). Four of the 15 clones selected for HA 
of Aichi serotype from the mixed yield, where type B virus was predominant 
over type A, were temperature-sensitive (ts), with efficiency of plating at 39. 
degrees C less than 10(-2X exceeding the frequency of spontaneous ts 
mutants among clone 6-10 progeny. Thus, co-existing type B virus not only 
interfered with the replicatiiDn of type A, but also rendered it temperature- 
sensitive. Genetic analysis of the 4ts clones using a set of ts mutants of 
influenza virus A/WSN (HONl) revealed that these clones, in contrast with 
the spontaneous ts mutant of clone 6-10, with ts defect only in NP gene, 
possessed ts lesions in multiple genes including a common ts defect in M. 
Polyacrylamide gel electrophoresis of viral RNA and proteins of these clones 
showed an identical gel pattern to that of clone 6-10, although the rate of 
synthesis of individual viral polypeptide was variable from clone to clone. 
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LOCUS AAA43276 97 aa linear VRL 23-JAN-2001 

DEFINITION membrane protein M2 [Influenza A virus (A/Aichi/2/68 (H3N2))]. 

ACCESSION AAA4327 6 

VERSION AAA43276.1 GI: 324298 

DBSOURCE locus FLAMA68 accession M£'35L^..:„^^ 

KEYWORDS 

SOURCE Influenza A virus {A/Aichi/2/68 (H3N2)) 

ORGANISM Xnfluen::o A virus (A/Aichi/2/68 (H3N2}) 

Viruses; ssRNA negative-strand viruses; Orthomyxoviridae ; Influenza 
A viruses; Inf luenzavirus A; Influenza A virus; H3N2 subtype. 
REFERENCE 1 (residues 1 to 97) 

AUTHORS Ito,T., Gorman, O.T., Kawaoka,Y., Bean, W.J. and Webster, R . G. 
TITLE Evolutionary analysis of the influenza A virus M gene with 

comparison of the Ml and M2 proteins 
J. Virol. 65 (10), 5491-5498 (1991) 
913 '7 4 6 0 4 
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Method: conceptual transl-ation . 

Location/Qualifiers 
1. . 97 

/organism="Influenza A virus (A/Aichi/2/68 (H3N2))" 

/db__xref="taxon: 150,147" 
Protein 1 . . 9 7 

/product="membrane protein M2" 
CDS 1. . 97 

/coded by="join{M63515.1:26. . 51 , M63515 . 1 : 740 . .1007) " 
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